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3 <110> APPLICANT: AYABE, SHIN-ICHI 

4 AKASHI, TOMOYOSHI 

5 AOKI, TOSHIO 

7 <120> TITLE OF INVENTION: POLYNUCLEOTIDE ENCODING 2 - HYDROXY I SOFLAVANONE 

8 DEHYDRATASE AND APPLICATION OF THE SAME 
10 <130> FILE REFERENCE: 8062-1031 

C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/551 , 655A 
13 <141> CURRENT FILING DATE: 2005-09-28 

15 <150> PRIOR APPLICATION NUMBER: PCT/ JP04/042 14 

16 <151> PRIOR FILING DATE: 2004-03-25 

18 <150> PRIOR APPLICATION NUMBER: JP 2003-092337 

19 <151> PRIOR FILING DATE: 2003-03-28 
21 <160> NUMBER OF SEQ ID NOS : 10 

23 <170> SOFTWARE: Patentln Ver. 3.3 

25 <210> SEQ ID NO: 1 

26 <211> LENGTH: 328 

27 <212> TYPE: PRT 

28 <213> ORGANISM: Glycyrrhiza echinata 
3 0 <400> SEQUENCE: 1 
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Pro 
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Pro 
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Thr Thr Glu Lys Leu Pro He 
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Ala 
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Cys Leu Glu Ser Ala Phe Ser 


47 
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49 


Phe 


Leu 


His Gin 


Arg 


Tyr 


Leu 


Asn 


He 


Val Ala Ser Lys Ala Asn Val 


50 
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52 
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Val 
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Leu 


Ala Pro Glu His Pro Leu Pro 
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67 Gly 


Gly 


Leu 


Arg 


He 


Ala 


Gly 


Val 


Leu 


Ser 


Ala 
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Leu 


Phe 


Trp 
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Val 
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Val 
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Ser 
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95 <210> SEQ ID 


NO: 


2 


























96 <211> LENGTH 


: 1178 


























97 <212> TYPE: 


DNA 




























98 <213> ORGANISM: 


Glycyrrhiza 


echinata 


















100 <220> FEATURE: 




























101 <221> NAME /KEY: 


CDS 


























102 <222> LOCATION: 


(23) . . (1006) 




















104 <400> SEQUENCE: 


2 


























105 ctattccatt 


ettttcegtt ca atg get tct tea acc tea aca acc act tec 
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ata 
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Glu 
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Pro 
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Pro 
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147 
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150 
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154 
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Leu 
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155 
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157 


get 
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676 
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Val 
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215 
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tgg 


aac 


ttt 
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167 
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240 
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cag 


ate 


tac 


cat 


cct 


gaa 


act 


gag 


964 
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189 


tgaacacaca gctagacttc gggttcatta ttactagtat 


gtgattttgt ttgattaatg 
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ttttgtcatc aattgatggg taataaattg gattagggta 


etagggttcc tgaatcatgc 
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tcaattttac ttttcctgta ctattacttg tttatgaaag 


aattaatggc at 
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<210> SEQ ID NO: 


: 3 


























197 


<211> LENGTH: 319 


























198 


<212> TYPE: 


PRT 




























199 


<213> ORGANISM: 


Glycine 


max 






















201 


<400> SEQUENCE: 
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He 
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Asp 
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224 






115 








120 










125 








226 


Thr 


Leu 
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227 
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Pro Trp 
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Val 
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Val 


230 


145 








150 
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232 
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Ala 
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He 
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Arg 


233 








165 
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Gly 


Asp 


Leu 
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He 


Leu 


Gly 


Gly 


Leu 
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Cys Pro 
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Trp 


Gly 
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He 


Gly 


Ser 


Glu 


Ala 


239 






195 








200 










205 








241 


Val 


Glu 


Gly His Glu 


Gin 


Ser 


Leu 


Ala 


Met 


Lys 


Val 


Trp 


Asn 


Phe 


Ala 


242 
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220 










244 
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Pro 


Asp Ala 


Pro 


Gly 


Gly 


He 


Asp 
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Pro 


Trp 


He 
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Pro 


Cys 


245 


225 
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248 
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250 










255 
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Val 


Thr 


He Thr Gly 
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Asp 
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Arg 


Asp 


Arg 


Asp 


He 
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Tyr 
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260 










265 
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253 


His 


His 


Thr Val 


Glu 
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Ser 


Gly 


Trp 


Gin 


Gly 


Glu 
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Gin 
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Phe 


254 






275 
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Gly Asp Glu 
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<210> SEQ ID NO: 


: 4 
























264 


<211> LENGTH: 960 
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<212> TYPE: DNA 


























266 


<213> ORGANISM: 


Glycine 


max 
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<220> FEATURE: 


























269 


<221> NAME / KEY : 


CDS 
























270 


<222> LOCATION: 


(1) . 


. (957) 
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<400> SEQUENCE: 
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aag gag 


ata 


gtg 
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ctt 


ctt 


cct 


eta 


att 


cga 


gtg 
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274 
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Val 
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Leu 
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Val 


Tyr 
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His 


Arg 


Tyr 


Leu 


Asn 
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90 
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ate 
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ate 
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298 
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